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^°fl 7 /!AS, t^^- sH^ls] e^-sf *l«o v s*HH ^-^1^-2.5. ^sq^r ^^l-fr^ 

0 l-fr^}nKg- sfl^l^ ^ ^ £ * 0 1*£*> cDNA ^3* ^ 

^ 3<H\+ Jl^7> ^cf. nfeH, a. igj-xgoj 7 |-^ cDNA ^ 5fl^] 0.^0^ 3g 7 |. ^ 

sfl^j, ^h 0 v^-o] o-^^> f 7)^ cDNA ^, early stage fat (ESF) , ^ ^ 
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sfl^l^ xl»J-^-ol ^ Hiis)-^ ^aj] ^ o]^. ol^-*V c DNA ^ 

{Screening expression profile of fat specific genes in swine and functional cDNA chip 
prepared by using the same} 

^£ sfl*l2] 71^0]^.^^ ^ 3^ £ °1» ^l-g-tr cDNA 

-acf ^Ml^Ml^, Sfl^fil e^-sf *]*g- S^HH ^-ol^ 

-8-31*1-^ ^ ois-?-Ei ^-o] o.^7>^ ^1 

^ 5)1*121 ^ ^ ^-ol-H-^i*> ^-g- 71^-Aj cDNA ^jofl ^ojcf. 

^flEfl ^5)1*1^ -^7ll7> ^V-g- ^ ^A>o.ol Tgo} o o t^ ^. 7 ^ 

¥ ^^Rr &°1 D l^^>cf. ^*1 ^r^lMl ^ ^ ^-fMI ^r*V te) 

^-^r ^ -fr^ cfltr <?1 ^4^1 °H tfltt ^ &*1 ^ (Cameron, 

1993). 
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^*ti?M ^3 3 5U^ sfl*HH 3-^41 ^A*V o-^^s.^- pse (pale, 

soft, exudative) ^r^^\ ryanodine receptor gene (RYR) (Eikelenboom^r 

Minkema, 1974; Smith^r Bampton, 1977; Webb, 1981; Christian^ Mabry, 1989; Fuj i i ^f-, 
1991), (acid meat) -R-*!*} (Rendement Napole, Le Roy ^, 1990; Lundstrom -§-, 1996) 

7} &t}. zl $Hfe QTL (quantitative trait loci) ^ <*^*fl ^^oju)- 

7f7| ^ti^-^^> (candidate gene)7]- <£s^ ftt±. 7*1 <3^3H ^fl^Rr swine 
leucocyte antigen (SLA) 4th*fl (Geffrotin -§-, 1984)^ o] Jfe<H] ^*l* r ^r micorsatel 1 i te 
marker S0064, S0066, S0102M- TNF ^ ^*l u o v tMI , ^ 4^ ^ ll , -§-#1 (boar 

taint)** <3^ 0 1 oi^ ^is^ Sfltf (Jung -f-, 1989; Rothschild 1995; Bidanel 

^, 1996). ZLE^ji microsatellite marker S0001-S0175 ^*HH Jf*)^ 4^f tr 

o^^sj QTL°1 ^fltr^ 11^ A 9131 (Anders son ^, 1994), ^o±x}S. <£ 

B};*1 Hsr>^^l 40] oi^l- (pituitary-specific transcription factor; PIT!) -fi-^^>£. -§- 

t^I^t <3^)<H 01- ^.JlSl^rf ( Yu 1995). ^ifl *1« 0 V ^ (Intramuscula 

fat content; IMF)^ JL7]4\ ^ELz]^ (tenderness), (juiciness), =l^JL 3H1 37 )l 

^^-ir D l*l^r (Devol ^, 1988; Cameron, 1990). evfl *l«o v ^ 

1- -fi-^VS.^ H-FAPB (heart-fatty acid binding protein)7> ^Ji^g w> oijl (Gerbens 

1997), 6«1 <3^H1 ^Tfls]-^- microsatellite SW1823-S0003 (74~79cM) ^*HH.£ o]<2}- 
2) <2^°1 <2^&4 (Grindflek 2001). 

o]sq. go] 4*^ 7 tH cgAfl^^Ai ^S. 4^ ^ofl ^^g_ qxlo] ^0} ^jl 

^°fl ^ef (Clamp ^, 1992; Andersson f-, 1994; Renard ^ , 1996; Rohrer^ Keele 1998a, 
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1998b; Wang 1998; de Koning 1999; Ovilo -f-, 2000; Gerbens ■§-, 2000), °) 
-§: f^JlS *V ^ v}?] 7fl^Hl tfl^ ^^7} ^o] oi^ 

< 5 > £ *d -S-°J:, 5fl^2] ^-^^ -ff-^7} o & v^^i 

^^}7l ^ ^ -i-^B] , C-l^^l^ ^l^l-e1)ol j o.^x> « M ^ ^- M.^ «Aj 

4 ^ mRNA ^^l^i -f}-^} £r*l<5Rr ^ 7l##ol AV-g-sl^^nV, « o v^s.^. 

^ 3-*|SHrt-ll $a°W*r ^7^*V ^.g. 7>^lJl oj^c}. ^e^l^ 

°1^ #3*^- iL^M ^sfl cDNA ^olaLS-^Bflol^ ^ A]7l^o] 7fl^-£]^cf. cDNA *H 

°1 7)^-^ ^35^-4 -R-*l*ll DNA «^1 ^ ^n> o>xJ|e} ^^--a- O-^S-O} Jg. 

™t] *U>€ RNA-I- ^^^o.S. £-^<5Kr JUE^ RNA ^ ^ ?A 0 ]^. 
<6> <g*fl A>-g-£] ji oi^ DNA ^ Ef^oll^ dlolE)- aflo]^ ^if 7l aVo. S h^oI^^. ^]^\. 

^ cDNA 5^-oly.e^^A-] -B-^7>1- S.o\ DNA ^3}- 7)^ ^ eTlS ^ 

-^-^7># 3.0} 71 DNA oix^. DNA ^-§- <>]-§- <5M *lH*Rr 

^^tt -R-^7}<>1 *l-g-_o s oj^v gfl^o^ o|si-g-Jf ^f^S ^#^^0] sflA^ n|l 

i^^l ^-S-^JL, ^)o}E} Hllol^M. ^TiS *>JE1^ ^lfj L -H-^7>7l- ^£ ^Tfl 

*>fe -B-^7> <^«-°l -el- 7}^ ^ C^3l^-ol olcf. 7l^« DNA ^^*>7l ^71 n> 

7l^^l ^^ol] 71 7)1 51^1 ^ -a-^7>!4 7l^o] O s V^7i Si^l ^"8r -fr^7># ^ 
^1 tt^ -^^7>1- ^^^O): ^- ^^.71- Ol Cf. CCl-H^-A-l, *H^1- ^^A^ ^^2) 

DNA ^^ol ufl-o ^^.§1-^., 
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SSl-H* ^^%H1 9X°] cDNA n>o] 35.0^^01 7l^# JE^JL o)s_^ ^1 S-o] ^-^^nV 

1- 3 cDNA ^-g- -H^r^S] 7fl%= S3 ^aJt ^7H1 -§- 

<8> tq-Sl-A^ Mj^o} s^o. sfl^cq ^o.^ ^h o V ^jo^ ^-sl*V RNAS^-E^ T^*! H 

33$ 7l^ofl sfl^o} e^-^ ^c\]A] D NA» ^ SM ^ #7] 

<9> S*]-, Cf-g- S.^^- #7]<*JH ^Ajj^ JLol-^xV ^-§: 33«H *H3"$- sfl^l^ 

^ ^ ^l^*} ^^-g- 71^ cDNA ^-g- ^1^*1- JH*} $cK 

[^ol ol-j77,V <5>^ 7l#^j u4^U 
<10> M. ^v$<q a> 7 ] 42.3 £ sfl^cq e o.^ ^ ^dl^ ^ RNA^-^fEi PCR-S: ^-«B 

^€7fls] ESTs# «gui °li- ^7H<g-a- cHlolE^lo]^^^ *m w ^^ JL> ?cm 

•f-*fl <$7] ESTsl- ^ ^-Sl ^l^H DNA ^ ^ ell °1 » °1 -g-*>°i #*f| ^ej-^c 

°H A 1 £-^$ # RNA^^fEi S3 DNA* *HS*KlL, 4>7l ^e>ol^(a S y. DNA)^4 ^3 DNA* £ 
SRhybr idizat ionMl =?1 i=Hr, ^i?ll^s>ji o] n) nl^^g- ^la^g} -^-ol^o.^. i£ 

$£]^r ^ y o^ 0 l-H-^7>^ ^o oH K|. ^Af*} #7] ^« 0 Vs.ol-0 cDNA 
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<n> £ m-t^o. jfl^o^ ^.o.^ ^oflAi ESTs^l ^iL ^ <*7H<* sHl^Tfl; #7} 

ESTs# <>l-g-§H -Si DNA *H^#7ll; sfl^l^) ^*HH o. ^^^0} 

DNA(ESTs)^- £ii DNA^ ^s[, i?fl^ ^ o] a] ^] s}.<|] ^t^l; sfl^ ^ ^ 

^ cDNA ^ ^^7^1^ ^^cf. 
<12> ^ sfl^l^ 3r*J ^ ^-°l-B-^7> cDNA ^ s>7lsl ^Tfl^. ^ 

<13> 5fl 5.^4 *1« 0 >2:ZHH ^Bj $ # RNAS^-E^ PCR-g- ^g-*fl 44347fl^ ESTsl- <$JL, 

<i4> DNA ^ <H3M# o]-g-§>c^ ^- 7 ] £STs# SSL^S^^ ^ol^l ^eflojsl-ji, 

<is> 5fl^l^ ^l« 0 i- ^i^HH « 3^. ^ RNAS^El A]o>ia 3-dCTP 2L^r ^ o}^ 5-dCTP<>l 

S3 DNA1- ^l^i^l-Jl, 

<ie> ^-7] ^5]-o] = (H ^tL DNA)5f S3 DNA!- ^ ^(hybrid! zat ionH 7] JL i?U^ <?}-ZI 

<17> ^>7)ofl^ jfl^o} ^« o V- 0 j^7}u>0- ^ ^ *V 7l cDNA ^ ^1^. 

<18> M. ig-^ sfl^o^ o.^ ^ ^ ^-ol^^7|- ^Afl^. C DNA ^ Sfl^Sl ^ ^ ^l«o V 
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<i9> m-tg sflxl^ ^-^ ^cj * sol o.^} ^Ajj^ cDNA ^£l DNA ^}o)£i^H eflo) 

HflEf-1 ^ti-^^ =L^ -B^V* *>cf. 

<20> ^ cDNA ^ 71^-8: ^S^# SIM*), -e-S], #&)7}-JiviHH, # 

el^l^ SEfe #el-feim-4 ^ JL^l- ^#01 H>^^>cf. a. ^ DNA P>oi 3S .o^efloi^ 
£ 71 cDNA ^, Cy5-dCTP SE^ Cy3-dCTP2}- ^aa £2 joj rna°1H cDNA, 

<22> o]f;} < ^^l^o] ^sfl A_| ^ n> ( ^ ^ o} ^&°\ 7 } o] 
<23> [^AHl] 

<24> AjAl^ 1 : 5fl ^l^^l-fna*}^ ^ HSSl-^^ ^ 

<25> sfl^o] ^ 71WJ- 5^0^ ^-0)^0.5. ^Wj-S-o] o.^^ ^Afl^ 7 ] > 

7fjlAlD> ^H^^^l -E"^ *lw o > 2 *lofl ^^\^r %- RNAS.^-E-1 2£« DNA* ^l^j-ZL, AV 7 ] 

2:31^1 # RNA°fl ^##^-8: ^^1^ ^ DNA* *fl^H oj-s-o. a] ^1 tf-g- i7fl^^ 

JL oln]^l ^A^]-a} sfl^o] ^a^ol-o xj^S] «V<g ^^olA ^A^cgtf 
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<26> ^l^^l l: Hi DNA^I *flS g <Hefl4 

<27> o.^ ; ^efolc^s^ofl «-3Vs>7l ^4 PCR=>11 4*fl cDNA4 ESI DNA» *fl44 

534. 7}jl44 tt] H ^^(^)^oi 30 kg £ 90 kg4 3* 4^)4 ^-4^44 e^r ^ 44S 
4<>fl4 RNA £4 7lB(^4 44314)* A>-g-^H *Htt44 44 * RNA* ^-el^JL oligo(dT) 
column* 4-§-wV4 mRNA* ^4^4. ^Vy] ofl^ mRNA 45.°fl SP6, T3 4^ = 44 

4, T7 444= H4°14(44 oH-tf 4444 H>°l-2-^a)« 4-8-4^ rt-pcr* ^44:n. 

cDNA* ^44534. 4 PCR 44#^ * -*f4^r 100 fdS. 4534. 100 pM4 H4 0 H4 

<3 44 = 4°H 44* 96-H PCR #3HB(<34- ^wil^i)^ 4 2.5 mM 

dNTP, 10>PCR 44, 25 mM MgCl 2 , 0.2 ng9\ DNA ^ , 2.5 444 Taq #4^44^14 ^44 
Til 4$24. PCR* GeneAmp PCR 4^ 5700(^44 AB 4#4°1^- 4°l-2-4^ H14 4*4 
^4 4°114 4^14534: 94°C^14 302:, 58°C44 452., 72°C44 l-g-°-5. # 30 44 #. 

< 28 > ^s-sj DNA^I 34^ o>7>5.-^^ ^ 4 4 ^-§^14 444534. PCR 4#* 96-1 #4°1 

B<H14 44* ;D4* 444 ^ 4^4^ -20 M 4 444534. 

<29> 44^14 ^ y 14 # 44347fl4 cDNACESTs)* #5.444 5)144 44 ^ 4^ 4444 ^ 
7|4<I* ^4 4 i , 41-4 4iUr NCBI* 444534. 4^.« 44 *44« 44 PCR 
* -f-*fl -g-^ 4*114 4*. # 44347l]4 cDNA(ESTs)7}- ^4 ^s}. tifl^s^. ^ 3f, # 
44347HS1 cDNA(ESTs)4 3007114 IS 4^5"* 1.7 cm 2 434 4<I4$i4. =L *h , v\°}3.5.=L 

3 — II(4°l^^ii^^)l- <>l-g-44 CMT-GAPSTM 44^444(aminosi lane)4 ^4 44^ 

4 ^4°1 =44^(^4 S^-iL DNA1- ^34534. ^#4 4* 4 -§-44 4°l3S 
^= II(MicroGrid 11)5 HS.iL DNA# H4B4a14. ^- ^ 4 44* 4ol3.5#eflo]H 4 

^^44 44 -§-4* ^44-^#4^°H ^<y^cf(i~2 nL). £iM DNA* = 4^4 ^ 
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-g-«H go m jo]]A] \N-3.S.^^^S. 2£ 0.2% SDS5. ^ «i 

31, 2^ ^<?V 3*1- ^fH-iS. 43*}$$r}-. ^13 ^, ^efol^ 9 5°C ^Sofl 2^ 

^^Aj^lZL, (blocking solution, pH7.4^ <£|^<* 300 mL^l 1.0 g NaBH 4 l- 

^o] -§-<*> ^-^ ofle^ ioo mL# -§-^)» ^3 7}t}<*\ 15^- ^K^rS^. ^, A o v 

71 ^5}o]:=# ^-^H l£ ^ 0.2% SDSS. 3*1 ^l^^l-Jl, ^£r<HH 2^ ^ 3*r ^^rS. 

<30> 2: S.^ DNA^ ^ ^sKhvbridization) 

3 DNA-fr $]*fl, 30 kg(ESM, early stage muscle)-4 90 kg(ASM, adult stage 

muscle)^ 7}jL*.]v\ ^H.^^(Kagoshima BerkshireHH -f-^-r-^ ( longissimus dorsi) e^-S 
3^8: *fl^ r ^. 30 kg(ESF, early stage fat)^ 7}JL*)v} v]3.*\&<$*\ <g 

8t}. ^-^jzf ^aJ-^-g- 5-8 mm ^13. 7>€- ^f-g- ^^l^iS -70M*1 

<32> ^ DNA1 . *fl S S> 7 ] ^*fl H^#™ 7lH(5r°l5. 3|5L*3.*1) nfl.fr ^dfl ^Bj- 0.2-1.0 g^ 

^^^•-4 <fe^ S^HH # RNA-& ^-el^V^rf. ^efli-eflH€- a^r ^^^s i^i 

50-100 mg ^ 1 mL^ ^ Alfiofl ^ 12>0 00 g^-S 10^- ^ 

°J ^^■S-eltr T tff-^ 1 mI/4 1 (aliquot)*]-^. <^7H 200 tS£Iff ^7> 
153: ^tb l-^ 1 *} 
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JL 15^ ^o} ^ if. 4°C°\]*\ 12,000 gS. 10-g- Q^^tlW. #s 

S±#^r $ 7>§> Jl 152: ^ l^tr 15§ ^<L> <H-S-°fl ¥of^ojcf. oil- 4°C*\}*\ 12,000 
gS. 10£ -g-^ ^-g-B]tr ^ A o V ¥^-i- ^-213. #7lZL 500 ^ oliH^f ^7>5>ZL 
-g-a]^<5}jl ojo.oH i 5 « ^o> ^of-^cf. ^zJ-aI^jl 4°C°lH 12,000 g 3. 5^ 

^^SKa ^oii^ ^-^^>J1 <*}7H 75% ^ ^l^r-i: 1 mL# ^7>tr ^ 4t<HH 12,000 g 3. 
5-g- ^°J; ^4)^-2)*}-^. ^^-S- 3*H #^ttj]#HH 30^- <£^r°\)*\ ?i2^]7j cf-g- 

RNase7> ^-oiq. DEPC # 20/^5. RNA» ^SS^f. # DNA ^2E» 40 /zg/17 /dS. *M #71 

<33> s.^ 1±B r^H^S. cDNA tM§^ (standard first-strand cDNA)°fl DNA# °i 

$^cf. ^^^1 ^fl, SchulerC 1996)2} * 0 V«H1 rcfe}-, ^ rna 40 jig3\ dT-18mer 
ojulE^ji ^ojs Efla.^S^l)l- if5}H o}^. 65°C°1H 10£- 7}^ ^ 4°C<>1H 5^- 

# ^^>5!^-. n ^, 1 ^ 25 mM dATP, dGTP 3l dTTP £^ , 1 ^ 1 mM dCTP(HS^7> 
) ^ 2 fd^\ 1 iM 3-dCTP 2 (d£\ 1 mM ^o>^ 5-dCTP, 20 units-2] RNase *l*flaf|( 

°J H 1S1| 5r°l5. 100 units^l M-MLV RTase, 2 lO^^B = 

^ s^-fr ol-g-^H ^*|-5I^. #-§-£^* 38°C<HH 2^1 # ^o> olfftiflol^ 
^, u\E} -aV^o} ^fl-Efl^EliE.* ^I7l§>^cf. olofl Aj-g-^V ^ DEPC ^ 

<34> ^7}o\)*\ ^e^-olc^ £^3. -g-ofl (5> g SC> 0 2 % SDS, 1 mg/mL 
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DNA)^.S 65°C°1H l^l^r ^sKprehybridizationH^tf . 3(Cy-3)2f 

^l°>\d 5(Cy-5)S. DNA^ 20 (d$\ £^SJ- ^fl^^-5>ji 95°C°1H 2S- 

=L ^, ^5fo) = fi|- ^7} -g-^-g; 65°C^l^ ^fl£^- ^^W^Cf. <$7] ^ 

<35> ^s)- ^, #e}o]£i^ 2>SSC, 0.1% SDS ^J£r°lH 5^- M] °] 7\ 

(Dancing shaker HH ^%f>\7\) i?}5}^^ 4a] x\]^\%z\, n. ts}o|Ef 0.2>§SC 

3. 5§ ^ 2«i ^1^*>J1, 0.1 ^SC^ 5^- ^l^^^cf. 

<36> aj-71 ^^oIh.^ ^^^eflol 5000 (GS I ^£H^ «^ 3.1HH 50 ^ a>o]^ S 

i^B^f^cf. ^-1 ^>\i 3-dCTPS. g.*\Q DNA^r 565 nm^H i^H*}^, ^0]-^ 5-dCTPS. X^l 

^1^ DNA^ 670 nnHH ^3r}$t}. 2?fl^ Ajc^ 3-dCTP, ^0}^ 5-dCTPS 5. 

^#9) a] i?fl^oil 4^ ^^o^ a o v 7 ] ^^o]^ ^o]z]}o] 4000M^ 10 

^ A>ol2,S. ^J^tf. ol^« Ei TIFF sh^^: €H<H3l°] iSH?fl^ ^ 

^ 2.1 (Quant array software version 2.1HH ^^jl, yfl^^ ^-g^Ti^c]-. 4 i^sj 
7 o V -£^r €B<Hefl°HH p}ol3 £ i£E oj]^ ^^53 tf. ZL a 1^ 2<>fl i^-Er^^cf. 

<37> nl^^ 7 ] e^-(ESM, early stage muscle)^ ^13^ -fr3i*r ^ ^^ 7 ) ^ 

(ASM, adult stage muscle)^ v}^4=-7] *1«KESF, early stage fat)^ W] ^\<^v\. »ESM- 

^ "ASM-^-ol" -S-^Rr & M-E^-^^JI, "ESF-^-ol- -H-^i^l-^ 3. 2^1 ^ifl £4. 20 
-R-*I*}7}- ESAHH ilcf^ ASftMH 5wfl ^.o. q.^^ ^ 187fl o) o.^ 

*r^r ESM°fl A i Htl-^ ESF^H 5^1 i 0 «fl uJ-Bj-tfl HLth ASM°lH t^cRr ESM 

<HH 5 vfl*] i 0 yfl ^ M-Ervfl&tK 



31-17 



030083654 #^ Qx}: 2004/1/13 

<38> ofl^s)^ o.^^^ o. ASM-^-o] -a-^^V, ESM-^-o] -f^K ESF-^-o] ^ 
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<39> [ K i] 



ESM s[ ASNHI 


*1 ^ 1*«S]*r ^*r^ til* 




ESTs No 


Accession No. 
t 


npcr r i nt i nn * * 

UCoti * P 1 \Jl 1 










1 cT O 




i 

1 






CABSfi598 

unu v_> u 


i d i prid uyne i n neavy cnain 


-2.1 ; 


SM781 




NP 033891 


iy KL/d interacting protein o iiKe 


1 O 1 

+2.1 


SM635 




RAR19361 

UAL) 


AL- t 1 11 


+3.4 


SM713 




AAA51586 


AC L 1 11 


+D. O 


SMI 06 




P53506 


AC L 1 11 


+o, O 


SM1068 




AAF20165 


Apf in 
AC L 1 11 


+5.3 


SM363 




R2S819 


Art" i n 
AC L 1 11 


+4 . o 


SM768 

vjl'l 1 uu 






Ac tin 


+o . 4 


SMk77 




NM 001 ion 


AC till, d 1 pud X 


+15 . 1 


SM128 




NP 033740 


AC till, gdlllllld Z 


+6.9 


SM902 




RP001748 


Annov i r\ A9 

Annex m az 


~o . 2 


SM846 




P81287 


Annpv in \J 
Allllt-A 1 11 V 


o o 

-2.8 






P04979 


Ann £1 V i n IT 

Annex in ll 


o o 

-2 . 2 


SMk340 

vJ11LTV»J~ V 




1175316 

W i J.U 


ucLd uiyubiii iicdvy Liidlll iiiiuna 


+3.0 


SMI 605 




AAF99R82 


Calpain large polypeptide L2 


t A r-t 

+4.7 


SM541 




NP 00007Q 


\s0 1 1 agen 


-3.2 


SM715 






1 1 dgen 


-6.8 


' SM430 




GQYST7 


f 1 1 n rrAn O 1 An *^ 1 

uo i i agen a i pna i 


-6.8 


SM758 

vjHl ( JO 




rcHin s 

OUTIU lO 


Co 1 1 agen a 1 pha 1 


-2.1 


SM62 




CGUU9V 

VAJ1 V 


Collagen alpha 2 


-3.2 






046392 


v>o 1 1 agen a i pna z 


-3.3 


SM410 




CAA284S4 

V^AA Cj O t- »J 4 


L/0 1 1 agen ^ a i pna v ) 


-2.3 


SM1651 




YM O^QSR? 


uibcb, i drgcvLTUbopni id/ noiiio i og o 


-2.0 


SM1050 




AAA30591 

aaaou \j o x 


r i oroneci 1 n 


-2.4 


SM491 




NM 00559*} 


neparan suiiaLe proteoglycan z 


-2.2 


SMI 573 




YM 044160 

AM Wf^lOVJ 


Lam in a/c 


+2.6 


SMkSS 

\JlUI\.\J«J 




lNr_UU04-0Z 


My os l n 


+3.9 


SMk338 




P79293 


Myosin heavy chain 


+2.0 


1 fi£ 

OlVlK. 1DO 




AB025261 


Myosin heavy chain 


+9.0 


SM1732 




NP_004678 


Myotubularin related protein 4 


+3.8 


SM1691 




NP_000908 


Procol lagen-prol ine 


-2.3 


SM690 




NP_003109 


Secreted protein, acidic 


-4.4 


SMkl73 




X66274 


Tropomyosin 


+2.6 


SM141 




CAA38179 


Tropomyosin 


+2.7 


SMk5l 




P18342 


Tropomyosin alpha chain 


+9.6 


SM1043 




P06469 


Tropomyosin alpha chain 


+11.5 


SMkl9 




P02587 


Troponin C 


+ 14.5 


SMkSO 




Y00760 


Troponin-C 


+19.6 


SMk57 




AAA91854 


Troponin-C 


+14.6 


SM1535 




P02554 


Tubul in beta chain 


+2.8 


3M1003 1 




P20102 1 


Viuienl i n * 


5-4 
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SMk56 


AAA37210 


Aldolase A 


+5.5 


SM995 


CAA59331 


v^ci i uuuaic ucnyui didbc 


+^ 9 


SMk344 


NM_0 12839 


Cvtorhrnmp C 


+*3 4 


SM800 


\j *j %j \j «j 


\^y luuiii uiiic u UAiudbc buuuniL i 


>o . u 




T10Q74 

1 l.\JZ> 1 * 


L/ytocnrome c oxiaase 


TO . O 






Rn ir* t r"\ c <^ — 1 R — V"\ i cnVinonKof oca 

n ulluoc i , u u i bpriobpnd l dse 


+7 1 
T ( . 1 


SM2070 


P00339 


L< IdLldLC Utliyui UgtJIlabc m dial 11 


+ 19 7 

T 16 . ( 


SMk 1 20 




ivii>i uuiiiaiiib i protein 


TO . 0 


SMk147 




iN/iun ueiiyurogendse 


+ 9 A 


SM928 

vjlYl C£j (J 


079874 


iNrtun uu 1 14U 1 nunc OAiaorcQUCLdSc cnain 


to . o 


SMkl8 


AAG28185 


1 




SMk81 


019094 


NADH4L 


+^ 9 
TO . ^ 




AROOfift^ 


Octanoyl transferase(COT) 


+2.6 


oMKo40 


My ( 004 


Phosphoargi n i ne phosphatase 


+5.5 


oMoo 


TVMVRR 


Phosphoglucomutase isoform 2 mRNA 


+4.3 


SM887 


P11980 


Protein-tyrosine kinase 


+8.5 


SM698 


S64635 


Pyruvate kinase 


+9.7 


SM723 


P52480 


Pyruvate kinase 


+7.3 


SMk79 


U44751 


Pyruvate kinase 


+5.2 


SMkl35 


Z98820 


Pyruvate kinase 


+3.0 


SM1033 


XIL018138 


Sarcol ipin 


+2.9 


SMk347 


X99312 


Tyrosine phosphatase type IVA 


+3.0 






UDP glucose pyrophosphorylase 








U09823 


Elongation factor 1 alpha 


-4.3 


SM1989 


AAH05660 


Elongation factor 1 alpha 1 


-3.9 


SMk61 


NP_031959 


Enolase 3 


+3.6 


SM968 


Y00104 


Repetitive dna sequence element 


-2.5 


SMk91 


AAC48501 


RPE-1 


+4.6 


SM2083 


NP.003083 


Reticulum protein 


+3.1 


SM896 


AAH01127 


Ribonucleoprotein polypeptide B 


+2.0 


SM1668 


AAH07512 


Ribosomal protein 


+2.1 


SM1784 


228176 


Ribosomal protein L18a 


+6.2 


SM1801 


AAA30799 


Ribosomal protein P0 


+6.0 


SM997 


51077272 


Transfer RNA-Trp synthetase 
Translation initiation factor eifl 


+3.5 
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SM464 


AJ002189 


Complete mitochondrial DNA 


+3.9 


SM732 


AF304203 


Mitochondrion 


+5.9 


SMkll 


XM_006515 


Potassium channel 


-2.4 


SMkl87 


BC007462 


Similar to creatine kinase 


+3.5 


4|Ji£-«I | 


SM1067 


p(P_007399 


Protease, cystein, 1 


J +3.1 1 




SM154 


AF036005 


Inter leukin-2 receptor alpha chain 


-2.5 


SMkl 


AAAG52886 


Kel-1 ike protein 


+6.4 


SM401 


AJ251829 


MHC class I SLA genomic region 


-3.0 


EST | 


SM824 


AK023385 


cDNA f 1 j 13323 fis 


+2.5 


SM1776 


XNL050494 


KIAA0182 protein 


+3.6 


SM1556 


XP_043678 


KIAA1096 protein 


+4.9 ; 


0|«|.0| 


SM1785 


AGO 15998 


ACO 15998 


+2.1 


SM2152 


BI327422 


AR078G0 1 i THYEG01S 


-4.0 


SM1469 


BG938561 


Cn26h08.xl 


-2.2 


SM908 


AAG28205 


COI 


+2.8 


SM851 


AAG28192 


COI 


+3.6 


SM1738 


CAA19420 


DJ466P17.1.1(Laforin) 


+4.8 


SM1007 


AAD31021 


Foocen-m 


+3.8 


SM1920 


BE421626 


HWM012cA.l 


+3.3 


SM1972 


XP_039195 


Hypothetical protein 


+3.2 


SM1536 


T08758 


Hypothetical protein 


+4.7 


SMkl37 


XP_002275 


Hypothetical protein 


+20.0 


SM1724 


XPJ)16035 


Hypothetical protein 


-2.6 


SM1539 


AT001097 


Mandarina library 


-2.3 


SM1474 


BG384994 


MARC 1PI 


+2.6 


SM1853 


BF198401 


MARC 2PIG 


+3.6 


SM1941 


BE925069 


MRl-AN0039-290800-004-a01 


+4.4 


SM379 


AW328623 


NIH_MGC_4 


+2.3 




BE872239 


NTH MGC 65 


~2.4 
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u|^o| 


SM1676 


BG548727 


NIH_MGC_77 


+5.1 


SM1914 


BG534187 


NIH MGC 77 


-2.3 


SM1650 


B I 337009 


Peripheral Blood Cell cDNA library 


+9.3 


SM1064 


BAB28119 


Putat ive 


+3.4 


SM618 


BAB28422 


Putative 


+2.1 


SM1774 


BAB30715 


Putat ive 


+3.2 


SM1690 


BF864360 


Reinhardtii CO 1690 


+2.2 


SM1898 


F23148 


Small intestine cDNA library 


-2.3 


SM96 


M17733 


Thymosin beta-4 mRNA 


-4.2 


SM1922 


AAH03026 


Unknown 


+4.0 


SM210 


BAA91923 


Unnamed protein product 


-3.1 


<y*i#i-*i ^ 


SM107 




No match 


-2.4 


SM278 




No match 


-2.2 


SM384 




No match 


-2.3 


SMk37 




No match 


+7.7 


SM717 




No match 


-3.0 


SM1598 




No match 


+4.5 


SMk6 




No match 


+3.8 


SMk68 




No match 


+5.0 


SM1100 




No match 


-2.6 


SMk70 




No match 


+3.9 


SMk80 




No match 


+17.7 


SMkll2 




No match 


+3.5 


SM1639 




No match 


-4.0 


SMkl48 




No match 


+3.8 


SM1665 




No match 


+3.8 


SM1665 




No match 


+13.0 


SMk95 




No match 


+2.7 


SMkl33 




No match 


+2.4 


SMkl52 




No match 


+6.4 


SM1897 




No match 


+3.4 


SMkl38 




No match 


+10.3 


SM1902 




No match 


+2.1 


SMk342 




No match 


+6.7 


SMkl81 




No match 


+11.0 


SM904 




No match 


-3.4 


SHk262. 




No match 


+3.9 


SM9 




No match 


+2.4 


SM1964 




No match 


+2.6 


— SMk335 — 




No match 


-3.9 



t : sl^l*}^ Accession no. 



No match: cfl o] e] afl o] ^d\] *\ <£x)f>}^ ^£.7} ^lfl-tb EST 
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<46> ESM: early stage muscle(3l^ 30 kg), ASM: adult stage muscleOfl^ 90 kg) 

<47> SM: 5fl*l e^- 

<48> s_ io(| 14^^ H>sq- §01 , ASiHM ^ v ^£]zl, s. HM -S-^sjJi 7l¥ 1 S < HH ^ 

5U^7 147fl^ -e-^i^l-^ 0>^l ^^711 ^Ol &$tf. o]S. -B-^^S.^.- owe} 1( 

S^£°1^J ^sf *H°], ^t^Hl A, 5^^2-l,6-ti]±ii4W , NADH-H-til^fe ^ 
Al£^^Efo>^] ^o] 1, i>ii#^-^^-Efo]-^ oj^-a ! mRNA> 3js.uflolH 7iq-o>>fl, = 

^ ^-Ml^H M)s. iflsl ^ ^ ^3: *1X| 71^-i- i$-*H ^#-g; ^f>}3L 9X 

^HS^eflS-g- ^ofl cfl*V ^-§-4 ^l^M^ a] ^3 s.o o t^ ^2-^. ^^A] 

(troponin- 1, -T ^ C)^ ^^^H SZ^ B^Id1^a]A ^^^.o] 
^ a] Ca 2+ S*HH ^^91 ^^§- ^^}3l 5U4. e^£d15.aia ol^= 

31 S £ <£-4 = £fe cf«Jj^^4 7>^-7ll $14. i-R-^#^ PEPoflA-1 

ADP^ e ijji a £ a £ | 21 | o] ^ ( t ransphosphory 1 at ion) * #*fl*Rr s)^-«flolB ?1<4 0 M1^ ^ 

<49> 5B^ ; ESM^H ^"^SlJl a 14- 2°IH 7l^o] *v <£s^ oJtt 57]]^ o-^s- 

£ °H ^*M1 *H ojo^rf. o]§ -B-^^l-s.^ #431, 4^H/44 5(^ 

44), Hl^J^ol olcf. #4^ M\]S.St\ n|]Hi&j^S] ^ ^£-<>H , 

31-23 



105D030083654 %^ <Qx}: 2004/1/13 

°1H 7]^] ^ 14^14^ ^ v 7l S*]°]*K terminal marker) ^ 

^>M-<=>1 ^r. 4ef^, Vim^ *U^*Hl7 r M 1^ J^Hr «q^p- 3- SHI ^*Rr -fr^H 2:^ ^ 
SI- °l*fl*Rr3l #o_tr ^711^ ^olrf. 
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<so> [S. 2] 



ESM ^ ESF °M 1H 




ESTs No 


Arrp^^inn Nn 

jll^V^COO I KJ 1 1 IlW , 
t 


Ha err i nj" i rm * * 

L/Cotl 1 U I 1 Oil ^ ^ 




Cor V OU ) 1 tLoftl V. ou ^ 


N -J- 


til ol^AV 
^ loo 






SM9 1 4Q 


CADOWOi70 


1 — rr — j 1 — r r — : 

1 alpha dyne in heavy chain 


—9 1 


SM781 


MP 0SS8Q1 


let KUd iiiieidci l rig proLcin o llKc 


+9 9 


SMI 068 

OiU luUO 


AAF?01fiS 

Aru XUO 


AC L 1 11 


i^l . D 


SM635 


RARlQ^fil 


AC L 1 11 


+9 


SM106 

v Jul 1UU 




Art in 
AC L 1 11 


+A Q 

• fr . i7 


SM768 


XS281S 

A»J6U X O 


at L 1 11 


+9 A 

"Z . 4 


SM363 


R25819 


Apf i n 
nL I 1 11 




SM713 


AAAS1S8R 


A r t i n 
AC L 1 11 


+ R ^ 


SMk77 


MM 001100 

Mlu WW X IV/w 


AC I 1 11 , dl pi Id 1 


. O 


SMI 28 


NP 0?S740 

111 WOO I i W 


AC I 1 11 , gdlllllld Z 


i o . y 


SMI 091 

vjl'l XWO X 


J OJC / X 


Alrthsi — V\ r , i'\fct a 1 1 in 

Aipiid u trybLdi i in 


4-9 1 
^Z . 1 


SM902 


Rf 00 1748 


Annf^v i n A9 
Allllt-A 1 11 r\cj 


-A 9 


SM846 


P81287 


AllIlCA 1 11 V 


o . o 


SM653 


P04272 


AIllltiAlll li 


-9 ^ 
Z . o 


SMkS40 


U / OO 1U 


dc l d uiyubiii ricdvy end in fnrviNrt 


+9 9 


SMI 807 


AAr Xjz/kjOlj 


v^aipain large poiypepciae lz 


+Z . ( 


SM541 


NP 000079 


cu i i dgen 


-A Q 


SM71 R 

OIU l 1J 




Co 1 1 agen 


_r O 

0 . z 


SMI 09*3 

OM lUiliO 


0QYQ T7 


Co 1 1 agen a 1 pha 1 


4 . 0 


SM7S8 


CCYWU S 


co i i dgen a i pna i 


—A Q 
4 . o 


SM62 


CVJllW£> V 


co i i agen aipna z 


—A /I 
4 . 4 


SMQ4Q 


04fi^Q9 

V/TrVJOC'^ 


Co 1 1 agen a 1 pha 2 


o . Z 


SM410 


TAA984S4 


co 1 1 agen \ai pna v j 


—9 Q 
Z . O 


SMI 121 

OIU X X ^ X 


NM 000 ^QS 

Hill WWWOC/O 


co i i agen , type v, aipna z 


—9 Q 


SM53 


NP 000S84 


r\ 1 1 anon fimo \/ o | riVio 0 

coiiagen, type v, aipna z 


—9 c: 
Z . O 


SMI 6^1 

Om 1UJ X 


XM 0S9S8S 


uibcb, i argev urosopn 1 1 a ) nofnoiog o 


—ft 
0 . 0 


SMI 0^0 

vJlll X WOW 


AAASO 1 ^?! 

AAAOWOo X 


r i Dionec l 1 n 


— Q 1 
o . 1 


SM^81 

Oi'lOO X 


PNHII 


riDroneciin precursor 


—9 £ 
Z . 0 


^M1 99 
olvl 1ZZ 


r w * DOV 


Fibronect in(FN) 


-z . 5 


SM1573 


XM_044160 


Lamin A/C 


+2.1 


Ol>ll\.0 O 


NP 00fizLfi9 


Myos i n 


TO . 0 


SMkl68 


AB025261 


Myosin heavy chain 


+5.0 


SM1732 


NP.004678 


Myotubularin related protein 4 


+4.7 


SM690 


NPJ)03109 


Secreted protein, acidic 


-5.2 


SM1043 


P06469 


Tropomyosin alpha chain 


+8.6 


SMkl73 


X66274 


Tropomysin 


+2.2 


SMkl9 


P02587 


Troponin C 


+6.9 


SMk57 


AAA91854 


Troponin-C 


+7.1 


SMk50 


Y00760 


Troponin-C 


+9.0 


SM1535 


P02554 


Tubul in beta chain 


+3.3 


SM1063 
1 — SMrSS — 1 


P20152 
CAAG9019 1 


Viment in 


-5.1 

5r2 1 






\ i men Lin ' 
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ESTs No. 


Accession No. 

t 


Descr ipt ion** 








ESF(30)/ESM(30) 


W\ | 


SMk344 


NM_0 12839 


Cytochrome C 


+2.4 


SM800 


| AAG53955 


Cytochrome c oxidase subunit I 


+2.9 


SMkl51 


CAA06313 


Fructose-1 ,6-bisphosphatase 


+4.2 


SMk254 


231300 


Glycogen Phosphor ylase b 


+2.6 


SM2070 


P00339 


L-lactate dehydrogenase M chain 


+10.6 


SM928 


079874 


NADH-ubi qui none oxidoreductase chain 


+3.2 


SMk81 


019094 


1 


+3.9 


SM295 


AB006852 


Octanoyl transferase(COT) 


+2.3 


SMk346 


M97664 


Phosphoarginine phosphatase 


+3.3 


SM36 


TVMVRR 


Phosphoglucomutase isoform 2 mRNA 


+2.6 


SM723 


P52480 


Protein-tyrosine kinase 


+7.5 


SM698 


S64635 


Pyruvate kinase 


+6.6 


SM887 


P11980 


Pyruvate kinase 


+6.3 


SM1594 


AAA62278 


Pyruvate kinase 


-3.2 


SM1033 


XM.018138 


Superoxide dismutase 
Tyrosine phosphatase type IVA 


+2.2 




SM75 


U09823 


Elongation factor 1 alpha 


-3.7 


SM1989 


AAH05660 


Elongation factor 1 alpha 1 


-3.8 


SMkl20 


AJ275968 


LIM domains 1 protein 


+9.9 


SMk91 


AAC48501 


Reticulum protein 


+2.1 


SM2083 


NP_003083 


Ribonucleoprotein polypeptide B 


+3.2 


SM21 


NP_000994 


Ribosomal 


+2.2 


SM1784 


228176 


Ribosomal protein P0 


+5.5 


SM1820 


BC014277 


Tissue inhibitor of 


-2.6 


SM1801 


AAA30799 


metal loproteinase 3 


+5.7 


SM997 


51077272 


Transfer RNA-Trp synthetase 
Translation initiation factor eifl 


+2.3 




SM464 


AJ002189 


Complete mitochondrial DNA 


+2.7 1 




SMkl 


AAG52886 


Kel-like protein 23 


+4.6 1 


n|5j-o| | 


SM2152 


BI 327422 


AR078G0 1 i TH YEG0 IS 


-5.5 


SMk3 


AL13277 


Chromosome 14 DNA sequence 


+2.3 


SM908 


AAG28205 


COI 


+2.2 


SM1738 


CAA19420 


DJ466P17.1.1(Laforin) 


+3.5 


SM1007 


AAD31021 


Foocen-m 


+3.0 


SM1724 


XP_0 16035 


Hypothetical protein 


-2.6 


SMkl37 


XPJ)02275 


Hypothetical protein 


+10.0 


SM1972 


XP_039195 


Hypothetical protein 


+2.8 


SM787 


AF192528 


Integrin beta-1 subunit 


+2.0 


SM1474 


BG384994 


MARC 1PI 


+2.8 


SM1676 


BG548727 


NIH_MGC_77 


+2.3 
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<52> 



<53> 



<54> 



<55> 



<56> 



<57> 



USTs No. 


Accession No. 
t 


Descr ipt ion** 








ESF(30)/ESM(30) 


n|SJ-o| 


SM1650 


BI 337009 


Peripheral Blood Cell cDNA library 


+7.3 


SM1774 


BAB30715 


Putat ive 


+5.1 


SM1064 


BAB28119 


Putat ive 


+3.0 


SM1690 


BF864360 


Reinhardtii CC-1690 


+2.5 


SM96 


M17733 


Thymosin beta-4 mRNA 


-3.9 


SM1922 


AAH03026 


Unknown 


+4.7 




SMk58 




No match 


+2.9 


SM717 




No match 


-4.4 


SMk6 




No match 


+2.4 


SMk68 




No match 


+3.2 


SMk80 




No match 


+4.3 


SMkll2 




No match 


+2.1 


SM1639 




No match 


-2.8 


SMkl48 




No match 


+2.9 


SM1665 




No match 


+9.8 


SMk95 




No match 


+2.1 


SMkl52 




No match 


+6.4 


SM1897 




No match 


+2.6 


SMkl38 




No match 


+3.1 


SM796 




No match 


-2.2 


SMk342 




No match 


+3.9 


SMkl81 




No match 


+4.4 


SM904 




No match 


-2.7 


SMk262 




No match 


+2.7 


SM9 




No match 


+2.9 


SM1964 




No match 


+2.6 






No match 


+3 8 



t : ^-^l^Vfe- accession no. 

**: tijolEiaflol^s]- ^ 

No match: c-flojEiuflol^jAi ^17} A]fl-*V EST 

ESM: early stage muscle(*fiir 30 kg), ESF: early stage fatC^l^ 30 kg) 

SM: sfl X] ^rA- 
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1020030083654 2004/1/13 
<58> s 2°fl M-^Vf w>fif ^o], i 37 fl^ -B-^i^l-S^ ESF<>1H ESI\i-C, L-^3H 

P0, H^5l RNA-Trp ^1^6>^) 7 > ^cf. Ml^ M2^ ^1^>^# 3-^*}^ ^^IMHB 
-7li>MVM(PKM) -f^fl- it^H^ 7^ ^ ZL#Sl ^ ^Hl* ^^.oj 

^. ^-7] -f}-*i*Rr tfl§* 32 kb°]^, 127fl^ H7fl^ olH^^-S. 91^. ^ 9 

^- 10£r AA M1j4 M2^1 ^o)^o] <^7H<g-g- i^-§>Jl o i O D ] i o]^ o^o] oj^olo] ^ 

4 '/LIM £^<y KFHLD^r 3-7}°)]^ 47^ LIM ^jol^ ^ 3 ^t]^ ^ GATA 

17111- 5Hr #3 -B^- ^^4. FHLl^r cf^tb S*MH ^ o>qef §3 

^^5]^ iL^cf. , ^Efl^j avoi^ pHLl m RNA7> C-^°l ^ # 

^^-1- S^*}^ ^J°S ^-<y^^4. FHLlC^r 4^-°l ^-^1^ *13" 3^^] ^*fl ^3f^o.s 5fl 

#3 167fl^ o\u] t Ajo ? _ ^ N-^-g- ^^l^-ol ^s^^Tfl ^-71 

^ -fr 3 ^ -R-^^B ^7]-§>5icf. 

<59> ^sf^ 0.3., ^^#-gr ESM vs ASM ^ ESM vs ESF<>1H ^-o]^ ^^l-oll tflsfl 2«fl 

o.S. ^s)^. cDNA ^ol^^.oi eflo] -f-sfl ^-^Tll Jifcf^^E]^ %■ 12871]^ 

^-i", ^-f-alMB 7li4o|-^; Hliy C^r ESM^]^ IM^^-S. , slBS.'C 

H, nfll-S.B^^ul-o}^ 30} 03;^ olE^ZLBl HflEf-1 A^o-^J^ ESFoflAi Jf-ol^o.^ igj-^s] 
SX^r. 1-°^ 31 «1 601446467F1, 7p 0 > ^-M, ^B5.^fl #^1 , MHC class I, 
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lift 



lim)030083654 #^ 2004/1/13 

* ^ffM^ JL^s] sfl^ll- 



<60> j£X\6\] 2 : £ ^ sfl^l^ ^ gj so]^} 7l^# cDNA ^ll^- 

<61> # 7 1 ^Aj^l lofl^ ^Afl^ sfl^^ X}^o) ^r#Z}3_ #Hf^l, 4*5.^11, Dfl^S^.^ 

>M^ X\)2z^) 1°\ ^*\) 44 5fl44 ^ ^ ^1-^4 ^Afl^. cDNA ^ ^3}- 

SV5S4. 



^ofl 3: ^. sfl*l<q ^ ^icj- «ol^^> ^aJ|-§- 71 

#7l 2^1^| 7]^# cDNA ^, Cy5-dCTP Cy3-dCTP4 ^^7j ^a)} ^ 

[^4 S4] 

4°^ ^Afl ^ oj-i- ol-g-*V 7]*g-<% cDNA ^M] ?A°-^, ^£ 5fl44 e^"4 4^ S 

*H14 1^4^ -B-*144 ^ ~\o]^ jl47> $14. 

^-°l-8-3l4- ^4-§- 71^ cDNA 
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030083654 #^ 2004/1/13 
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WED030083654 #^ <£t.\: 2004/1/13 
I^t 1 * 1] 

e^r ^ S*HH ^E]^ *1W<>1 i^>^ a 5.* 

cDNA ^ . 

2] 

*fl 31 9l^\^ UflEf-1 ^ JdO-^ ^ 4j-^7># i^f-g- S-^ *}±r 5fl^]^ ^ * 

If-ol-n-^l- 3^-§- 7l^^ cDNA ^. 
[^^S- 3] 

^1 1% V 7l7fl^ sflxl^ ^« o vs.o]-o ^^>7V ^3=1 cDNA ^, Cy5-dCTP £E^r 

Cy3-dCTP4 ^^-Alfj s ^ rna^a^I C DNA, ^^?U^ a^ea ^ 3 ^£^1^ 
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